They predicted that the genome contains 6,204 protein-coding genes, of which the largest proportion (12.5%) are thought to encode transport system proteins. Regulatory genes occupy 9% of the genome. The three nod genes required for the initiation of the rhizhobium (nodM, nodPQ and nodG) are located on pSymA.
Understanding the genome of this bacterium could enable specific genes to be manipulated to increase the yield of alfalfa. It may also enable the bacteria to be altered such that they can be used to infect other non-leguminous species. In addition, as S. meliloti is an a-proteobacterium, understanding its genome could provide important information about plant and animal pathogenic bacterial species such as Agrobacterium and Brucella.
